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Waters Synapt G2-Si

* ion mobility separation

« identification and quantification
of up to 5000 proteins
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tryptic digest ——yp
FASP/SP3

20 pg cellular proteins nanoUPLC separation

Data processing

In-house software & PLGS3.0 ¢——
ISOQuant

Stringent identification criteria:
UniProtKB/Swissprot reference proteome

Reversed decoy database Mass Spectrometric Analysis
Minimum 2 peptides/ protein Synapt G2-Si HDMS
1% FDR at peptide and protein level (25.000 FWHM Resolution)
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Method Development — MS analysis

High proteome coverage workflow

Optimized Sample Preparation
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- over 4000 proteins using 180 min-gradients
— High reproducibility and quantitative precision

Distler et al., Nat Protocols 2016

RSD between technical replicates

Distler et al. Nat Methods 2014
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High precision
label-free quantification
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Selected Applications:

Defining the interactions between Nanoparticles and
Proteins: The ,,Protein Corona“

Identification of Protein Interaction Partners

Tumor Biomarker Discovery

Profiling Cellular Reactions to Bioactive Compounds
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Applications: Protein interactions dad TRITCE

Quantitative
proteomic analysis
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» clear separation of lung cancer and control samples
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Applications: Effector Proteomics

How does a cell react to a pharmaceutical compound?
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